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Endometrial Cancer
Gather clinical cohort

Multi-omics of tumor samples



Clinical Data



Genomics Data
Somatic mutation  - changes to DNA after embryo, present only in some cells



Single Nucleotide Mutations
change an amino acid

introduce new splicing

cause frame shift



Exploring Data
Look at clinical and genomics data to find mutations that correlate with histology



Mutation and clinical data 



Multi-omics data
DNA, RNA, Proteins and cellular state

DNA, RNA measured with ‘sequencing’

Protein measured with mass spectrometry



Multi-omics data integration
B. Protein abundance, mutation status, cancer subtype

E. Protein abundance, phosphorylation abundance, histology



cptac package
Python package for Data as a Service

data is ‘in code, not an excel file’



Interactive demo of a notebook
View demo at

https://colab.research.google.com/drive/17SMHMDeOUMdkJAd2Xc3Hgvvyqv_W
EW4r

https://colab.research.google.com/drive/17SMHMDeOUMdkJAd2Xc3Hgvvyqv_WEW4r


How to work with imaging data
imaging features as a table (nucleus_major_axis, nucleus_aspect_ratio, etc.)

correlating imaging features with clinical, omics, etc.
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