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A total of 189 peripheral blood PML::RARA fusion NPM1 mutation CBFB::MYH11 fusion
smears from the Munich Leukemia a sa sk o o ok o o o o s s o g s s
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Metasystems Metafer platform, shehshchsnchch s dhhans
cell detection was performed ======= 2222222222
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automatically using a segmentation
threshold and logarithmic color
transformation. Further analysis regarding the quality of the region within the blood smear was performed automatically.
Per patient, 99-500 white blood cells were then scanned in 40x magnification via oil immersion microscopy in .TIF
format, corresponding to 24,9m x 24,9m (144x144 pixels). For this, aCMOS Color Camera from MetaSystems with a
resolution of 4096x3000px and a pixel size of 3,45m x 3,45m was used. Four pixels were binned into one, leading to a
size of 6.9m x 6.9m, and aresolution of 6.9m / 40 (1px = 0,1725m). Additional information about patient age, sex and
blood counts are provided in a separate .csv file.

To our knowledge, this dataset covers the morphological complexity of acute myeloid leukemiain peripheral blood
smearsin unseen quality and quantity.
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