Assessment of Resid
eoadsuva Che

Breast Cancer eIIu ar tc}/ after
(Post AT- BRCA) 9y

ual
otherapy using Digital P

Reproduced from https://wiki.cancerimagingarchive.net



Summary

Redirection Notice

This page will redirect to https://www.cancerimagingarchive.net/collection/post-nat-brcal in about 5
seconds.

Breast cancer (BC) isthe second most commonly diagnosed cancer in the U.S. with more than 250,000 new cases of
invasive breast cancers reported in 2017. The majority of women with locally advanced and a subset of patients with
operable breast cancer will undergo systemic therapy prior to their surgery (neoadjuvant therapy/ NAT) to reduce the
size of tumor(s) and possibly further undergo breast conserving surgery. The Post-NAT-BRCA dataset is a collection of
representative sections from breast resections in patients with residual invasive BC following NAT. Histologic sections
were prepared and digitized to produce high resolution, microscopic images of treated BC tumors. Also included, are
clinical features and expert pathology annotations of tumor cellularity and cell types. The Residual Cancer Burden Index
(RCBI), isaclinically validated tool for assessment of response to NAT associated with prognosis. Tumor cellularity is
one of the parameters used for calculating the RCBi. In this dataset, tumor cellularity refers to a measure of residual
disease after NAT, in the form of proportion of malignant tumor inside the tumor bed region; aso annotated. (See MD
Anderson RCB Calculator for a detailed description of tumor cellularity.) Malignant, healthy, lymphocyte and other
labels were also provided for individual cells to aid development of cell segmentation algorithms.
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Modalities Pathology

Number of Participants 54

Number of Images 96

Images Size (GB) 43.2
Content

The Post-NAT-BRCA dataset is composed of:

96 whole slide images stored in an uncompressed .svs file format, standard for pathology slides. Slides were
scanned at 20x objective on an Aperio slide scanner at Sunnybrook Health Sciences Centre.

An Excel (.xIsx) file containing clinical features for each patient including age, treatment, ER/PR/HER2 status
etc. A key and detailed description of each column is provided in a separate tab titled "Definitions’. Each row
in the spreadsheet corresponds to a single (.svs) slide and anonymised patient ID's are provided in a separate
column.

Manual annotations of tumor cellularity and cell labels, provided as Sedeen annotation files (.xml).
Annotations are given in two directories, where the "WSI _train" folder contains WSIs annotated by a single
rater and "WSI _test" was annotated by two raters.

Recommended Software

To browse whole slide images and annotations, we highly recommend you use Pathcore's Sedeen Viewer which is
available for free: https://pathcore.com/sedeen/

Please ensure that the "sedeen” folder is unzipped and placed into the same folder containing the .svs files. Sedeen
Viewer loads annotations from this folder automatically when images are opened.

Upon opening WSIsin Sedeen, you will notice that annotations have been color-coded according to the following key:

Pink: Healthy (0% tumor cellularity)
Blue: Low tumor cellularity (0 - 30%)
Y ellow: Medium tumor cellularity (31 - 70%)
Green: High tumor cellularity (70 - 100%)
White: Contains annotations at the cell level and labeled as:
© Lymphocyte: TIL-E, TIL-S
© Normal Epithelia: normal, UDH, ADH,
© Malignant Epithdlia: IDC, ILC, Muc C, DCIS 1, DCIS2, DCIS 3, MC- E, MC-C, MC- M

Citations & Data Usage Palicy
Citations & Data Usage Policy

Users must abide by the TCIA Data Usage Policy and Restrictions. Attribution should include referencesto the
following citations:
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